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EDUCATION Conservatoire national des arts et métiers - HESAM Université (Paris, France)
2023 : PhD in Public Health

Université Rennes 1 - Agrocampus Ouest (Rennes, France)
2019 : Master’s degree in ecological modelling

Université Paris II, Panthéon-Assas (Paris, France)
2017 : Bachelor’s degree in economic analysis

RESEARCH
EXPERIENCE

September 2024 -
Today

Research fellow in epidemiology, INRAE (EPIA Unit, Marcy-l’Etoile, France)
My role is to contribute to a better understanding of diseases transmission in the French cattle
farm network through epidemic modelling.

September 2020 -
December 2023

PhD in Public Health - Conservatoire national des arts et métiers (MESuRS
Laboratory, Paris, France)
Title : Modelling HCV transmission in hospital settings : from assessment to control, an
application to the Egyptian context.
I was the co-representative of PhD students on the Cnam Scientific Committee.

September 2019 -
September 2020

Modelling engineer, Inserm - Institut Pasteur (EMEA Unit, Paris, France)
I built a mechanistic model for the persistence of antibiotic resistance genes in anthropised
aquatic environments and estimated its parameters using MCMC techniques.

January-June 2019 Research intern in epidemiological modelling, Conservatoire national des arts et
métiers (MESuRS Laboratory, Paris, France)
I extended a compartmental model of MRSA transmission in pigs (using C++) that I had
previously built and performed a risk assessment analysis to study LA-MRSA colonisation in
French pork consumers.

April-May 2018 Research intern in epidemiological modelling, Conservatoire national des arts et
métiers (Laboratoire MESuRS, Paris, France)
I Implemented a stochastic compartmental model of the spread of methicillin-resistant Staphy-
lococcus aureus (MRSA) in pig herds in French slaughterhouses (Using R).

SKILLS Programming-Modelling : R, C++

LANGUAGES French : Native
English : Fluent
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• International Conference on Infectious Disease Dynamics (EPIDEMICS), 2023. Henriot
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